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Abstract: Marine biofouling is still a problem that needs to be urgently solved. However, comprehensive studies and reports on the
research progress of antimicrobial peptides in the field of marine antifouling remain scant. Three types of antimicrobial peptides with
different secondary structures, o-helix structure, B-sheet structure and extended structure, are introduced. The antimicrobial
mechanisms of membrane damage and non-membrane damage caused by antimicrobial peptides are summarized, and the targets of
antimicrobial peptides on bacteria are pointed out: cell membrane, enzyme, protein and nucleic acid. Several methods of grafting
antimicrobial peptides on substrate surface are described. Based on typical marine fouling organisms, such as bacteria, diatom and
propagules of macrofouling organism, the antifouling properties of antimicrobial peptides are analyzed. It is proposed that the source
of antimicrobial peptides, surface grafting methods and structure-functional relationship of antimicrobial peptides are the key
problems and future development directions for their application in the field of marine antifouling. This paper fills in the
comprehensive report on antifouling technology of antimicrobial peptides and provides ideas for other researchers in the field.
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Fig. 2 Antimicrobial mechanisms of non-membrane damage (left) and membrane damage (right) caused by antimicrobial peptide
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